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<120> 


Expression Profiling 


<130> 


2183-6395 


<14U> 




<141> 


2004-03-25 


<150> 


PCT/NL02/00615 


<151> 


2002-09-24 


<150> 


HP 01203617.4 


<151> 


2001-09-25 


<160> 


18 


<170> 


Patentin version 3.2 


<210> 


1 


<211> 


209 


<212> 


DNA 


<213> 


cucumis 


<220> 




<223> 


BGL Template 


<400> 


1 



tatgatcttc ctcaagtctt ggaagaagag tataaaggcc tattgagtga cagagtagtg 60 
aaggattttg cagattatgc agaattttgt ttcaaaacgt ttggggatag agttaagaat 1 20 
tggatgacgt ttaacgaacc aagagtcgtg gcagctctag gatatgataa tggttttttt 1 80 
gctcctggga ggtgttctaa agcatacgg 209 



<210> 2 
<211> 159 
<212> DNA 
<213> cucumis 

<220> 

<223> PRP Template 
<400> 2 

atgccccatt gacacgctga agttgggagc gtgtgtggac ttgttgggtg ggttgatcca 60 
tatcggaatt ggtgaccgta cgaaacaaac ttgctgccct gttcttgaag gactagtgga 1 20 
tttggatgcg gcagtttgtt tgtgtaccac cattaaagc 1 59 



1 



<210> 3 
<211> 173 
<212> DNA 
<213> cucumis 

<220> 

<223> RPL12 Template 
<400> 3 

tcaaagagcc cgaacgcgac cgcaagaaga ccaagaacat caagcacaat ggtaatatct 60 

cgcttgacga tgttattgag attgctaggg ttatgcgccc caggtctatg gctaaggatc 1 20 
tcagtggatc cgttaaggag attctcggta cttgcgtttc tgttgggtgt acg 1 73 



<210> 4 
<211> 216 
<212> DNA 
<213> cucumis 

<220> 

<223> THA Template 
<400> 4 

ttacccaaaa gatgatgcaa ccagcacatt cacttgccct gggggaacca actatagggt 60 
tgttttctgc ccttaaaacc agattatata gatataaaaa ggaaaccaaa cgttacatga 120 
atagttaaag agttgccata tatattatat accttttata taggtatata tatggtgtaa 1 80 
tttgtaataa gatttggata tggttggtaa atgagc 2 1 6 



<210> 5 
<211> 182 
<212> DNA 
<213> cucumis 

<220> 

<223> RPLIO Template 
<400> 5 

cgatgcaagg acagcaacag ccagcatgct caggaggctc tccgtcgtgc taagtttaag 60 
ttccctggtc gtcaaaagat cattgttagc aggaagtggg gattcactaa atttagccga 120 
gctgattacc tcaagttcaa gtcagagaac aagattatgc cagatggtgt taatgctaag 180 
ct 182 



<210> 6 
<211> 17 



2 



<212> DNA 

<213> Artificial Sequence 

<220> 

<223> RPLIO Sequencing Primer 
<400> 6 

tcattgttag caggaag 

<210> 7 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> THA Sequencing Primer 

<400> 7 
cattcacttg ccctg 

<210> 8 
<211> 8 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Subsequence of RPLIO to be analyzed 
<400> 8 

tggggatt 8 

<210> 9 
<211> 8 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Subsequnce of THA to be analyzed 

<400> 9 
ggggaacc 

<210> 10 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> RPL12 Sequencing Primer 



<400> 10 
aagaacatca agcacaa 



<210> 11 
<211> 16 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> PRP Sequencing Primer 

<400> 11 
gtgggttgat ccatat 

<210> 12 
<211> 8 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Subsequnce of RPL12 to be analyzed 

<400> 12 
tggtaata 

<210> 13 
<211> 10 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Subsequnce of PRP to be analyzed 

<400> 13 
cggaattggt 

<210> 14 

<211> 19 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> BGL Sequencing Primer 

<400> 14 

ttgagtgaca gagtagtga 

<210> 15 
<211> 10 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Subsequnce of BGL to be analyzed 



<400> 15 

aggattttgc 10 



<210> 16 
<211> 87 
<212> DNA 
<213> cucumis 

<220> 

<223> Complimentary strand of BGL Template 
<400> 16 

acttgaggaa gatcatagaa ccttctictc atatttccgg ataactcact gtctcatcac 60 
tyctaaaacg tctaatacgt cttaaaa 87 



<210> 17 
<211> 12 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Subsequnce of THA to be analyzed 

<400> 17 

ggggaaccaact 12 

<210> 18 
<211> 10 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Subsequnce of RPLIO to be analyzed 
<400> 18 

tggggattca 10 



5 



